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• Genetics and Genomics
• Cellular biology
• Molecular biology
• Parasitic cycle
• Cytometry
• High-throughput sequencing

Multidisciplinary team



➢ Identification of genetics variants associated with severe malaria and characterization of underlying 
pathological mechanism

➢ Malaria integrative Analysis to decipher the host pathogen interaction and discover biomarkers of
infection outcome

Main areas of research and activities

• Cohort recruitment
• Genotyping 
• Association studies
• Linkage disequilibrium analysis
• SNPs priorization (integrative 
bioinformatics analysis)

Genetics / Bioinformatics Genomics / Bioinformatics Fonctional Validation

Coll: O. Doumbo, A. Claessens, 
S. Nsango, D. Fernandez-Reyes,
L. Amango-Etego, A. Thiam, A. Dieye

Transcriptomics and Epigenomics
• Bulk RNA-seq
• Single-Cell RNA-Seq (10x Genomics)
• ChiP-Seq
• ChiP-qPCR

• Gene reporter (luciferase, MPRA)
• CRISPR-Cas9 (KO, KI)
• CRISPR interference
• Cytometry
• Intracellular calcium concentration
• Parasite culture
• Electrophoretic mobility shift assay

Platform: Transcriptomics and Genomics Marseille-Luminy in TAGC (Inserm, AMU, France Génomique, IBISA Label)
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